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Abstract: Juvenile hormone (JH) is one of the key hormones involving in endocrine regulation, playing crucial roles in
reproductive development and metamorphosis of arthropods through its associated receptors. To investigate the role of ju-
venile hormone-related receptor Met (Methoprene-tolerant) gene in the ovarian development of parthenogenetica Artemia,
this study conducted bioinformatics analysis of the ApMet gene (juvenile hormone related receptor gene Met in parthenoge-
netica Artemia) and applied quantitative reverse transcription PCR (QRT-PCR) to examine its spatial and temporal expres-
sion patterns in ovary, cerebral ganglion and intestine tissues. The results revealed that the ORF of ApMet gene contained
1476 bp, encoding a protein of 419 amino acids. Four conserved domains, namely bHLH, PAS-A, PAS-B, and PAC, were
possessed by the ApMet gene. The tertiary structure prediction of ApMet protein included irregular coils and o+helices,
consistent with the secondary structure prediction results. In the phylogenetic tree , Daphnia pulex and Daphnia magna were
identified as the closest relatives to Parthenogenetic Artemia, while a more distant relationship was observed with insects
Blattella germanica. Gene expression analysis showed that ApMet was most highly expressed in the intestine, followed by
ovary, and exhibited differential expression during ovarian development. This study provides valuable insights into the gene
structure and physiological functions of Met gene in crustaceans.
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Fig. 3 Prediction of conserved domain in the ApMet
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Fig. 6 Expression of ApMet gene in different tissues at
different stages ovary of Artemia
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