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Abstract: In this study, the volatile compounds composition of normal Cupei and abnormal Cupei samples were compared,
and it was found that contents of volatile compounds such as esters, ketones and ethers in abnormal fermentation samples
were abnormal. Six strains of spore-producing microorganisms were isolated from the abnormal Cupei, and Bacillus badius
was isolated from Cupei for the first time. The solid-state fermentation was performed to verify the production of abnormal
volatile compounds. The results showed that Bacillus coagulans DL-1-2 could produce 2-octanone, Bacillus badius DL-3-10
could produce 2-isobutyl-3-methylpyrazine, 2-heptanone , Rummeliibacillus stabekisii DL-3-9, and Rummeliibacillus pycnus
DL-3-8 could produce 2-octanone, 2-heptanone. They were proved as the contaminating microorganisms for vinegar produc-
tion. All the four strains were sensitive to acetic acid. Therefore, the contents of alcohol and acetic acid should be attended in
the daily management of vinegar fermentation, and the reasonable control of the contents of initial ethanol and acetic acid in
the early stage of fermentation will be helpful to inhibit the growth of contaminating microorganisms.
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Tab.1 Potential contaminating microorganisms isolated from vinegar samples
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. Brevibacillus spp. . Clostridium aciditolerans . Clostridium spp..Delftia spp. .Lactobacillus acetotoleran .Rummeliibacillus sp. .
LSyt : . . - . - .
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Fig. 1 Heatmap of volatile compounds in Cupei samples
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Fig.2 Cell morphology of spore-producing microorganisms
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Fig. 3 Phologenetic tree of spore-producing microorganism
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Fig.4 Sensory evaluation of fermentation products by
potential contaminating strains
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Fig. 5 Analysis of volatile compounds produced by potential contaminating microorganisms
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