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Expression and Analysis of the WSSV VP28 Gene in Synechococcus
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Abstract: The objective of this study was the construction of high-expression of VP28 protein cyanobacteria. The WSSV
VP28 gene was acquired and sequenced from the vector pMD-VP28 stored in our laboratory by PCR amplification. The
designed primer was added SD sequence which promoting the foreign genes expression in cyanobacteria just before the
initiation codon and restriction endonuclease sites BamH [ and EcoR I , respectively. A strong promoter PpsbA from vector
pRL-439 was ligased to the upstream of the SD sequence when the recombinant shuttle high-expression vector PDC-V P28
was constructed. The vector PDC-VP28 was introduced successfully into Synechococcus sp.PCC 7002 by triparental
conjugative transfer. Examined and analyzed by SDS-PAGE, the expression product accounted for 3% in the recombinant
Synechococcus .
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Fig. 1 Electrophoresis analysis of the PCR product of
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Fig. 5 Electrophoresis analysis of the PCR amplification of
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Fig. 3 Electrophoresis analysis of the digestion of the
vector pRL-VP28
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Fig. 6 SDS-PAGE analysis of the objective protein
expression in recombinant Synechococcus sp.
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