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Effects of Sodium Citrate on Metabolic Flux Transfer of
L-glutamic Acid Fermentation
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Abstract: In order to understand the regulate mechanism of L-glutamic acid metabolism,the metabolic flux transfer during
the middle and late period of fermentation with the addition of sodium citrate was studied using MATLAB software with
Brevibacterium flavum GDK-9 as the test strain. When 3.0 g/L sodium citrate was added to the fermentation medium,the
formation of byproducts,such as L-ala and Lac,decreased by 18.7% and 27.4%,respectively. At the same time,the flux
channeled to EMP and glyoxyl circle decreased by 0.88 and 2.12,respectively,however,the flux channeled to HMP
increased by 0.88. The metabolic flux channeled to the L-glutamic acid synthesis pathway increased by 3.9% (from 73.59 to
76.47) . All of these showed that the addition of sodium citrate could change the metabolic flux distributions of the key nodes
and strengthen the L-glutamic acid biosynthesis.
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