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Abstract: Microbial alkaline proteases are widely used in the industrial process of laundry additives, food, leather and
silk. This article introduces the latest development in the research of alkaline protease, including the source, expression regu-
lation, structure-function relationship and the application of microbial alkaline protease. It also points out the direction for
future research.
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Fig. 1 Structural analysis of psychrophilic alkaline
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Fig.2 Structural analysis of halophilic alkaline protease
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Fig.3 Structural analysis of alkaline protease KP-43
from Bacillus sp.
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Fig. 4 Structural analysis of alkaline protease from
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Fig. 5 Structural comparison between alkaline protease
from B. clausii and Bacillus sp.
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Fig. 6 Structural comparison between alkaline protease
from B. clausii and B. licheniformis
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