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Abstract: In this study, promoters of two isoforms were cloned with PCR method and then their luciferase reporter plas-
mids were constructed. Using the method of Luciferase Assay,the transcriptional activities of these two promotors of
SMYD3 were detected in COS-7 cells. Results showed that the transcriptional activity of the promoter of isoform 1 is higher
that that of the promoter of isoform 2. Bioinformatics analyses indicated that the significant difference in the transcriptional

activity between these two promoters might be due to the tandem repeats of E2F-1 binding sites located in the promoter of

isoform 1.
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Fig.1 Construction of the luciferase reporter plasmid of
human SMYD3 isoform promoter 1
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Fig.2 Construction of the luciferase reporter plasmid of
human SMYD3 isoform promoter 2
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Fig. 3 Detection of the transfection efficiency

2.3 RBEFERBEWESH

SRR SMYD3 WA 1, A 2 Ji5 3
THOCRMHR G SE A TR Y« 2= COS-7 Fl MCF-7
MR, 24 h 5 R A I E DO R BHE T, S5 2R AN
Bl 4 TR, 45K M: SMYD3 WA 1 SR 2 ()
BT AE MR AN B S R B R T A BRI
AN P A% SR, T ELAS IR R AT 2 B
A/, SMYD3 R 1 %% sRiE Mt W] g i TR 2
(R 2h 1. 28 SMYD3 WA 1 &40 h il 345 5
B, o RIRAR a] R85 FL AR B & A2 R 4% )
K.



2014 4F 8 X, 4. AR SMYD3 & 35 S6IE 1k s ©9 -
45 14.0
4.0 120}
3T 10.0 b
o 30f w
“E 25F ‘+E 8.0 |
gé 20 f\’ 6.0 F
S 15 L Lo
4.0
1.0}
05 20r
0 - e

SMYD3FRIT SMYD3WRI2 23 344 i

(a) COS-7 A

0
SMYD3WRI1 SMYD3WH2 23 4k % i

(b) MCF-7 #iifirp

E4 A SMYD3TWANTE S FRERFMELR

Fig. 4 Comparison of the transcriptional activities of human SMYD3 promoters
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Fig.5 Analysis and comparison of SMYD3 promotor regions
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